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FIG. 3 
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3. - agg aaggggg 

gctgaagcttccaag|cttag|gaagggggtggtggt'' 
cgacttcgaaggttc gaatc cttcccccaccacca 



0 (bp in supF) 



supF PGR fragment: 250 bp 



complete Hinf I digestion: 1 50 bp, 65 bp, and 35 bp 

Hinf I site at 1 64-1 68 blocked or mutated: 1 50 bp and 1 00 bp 



FIG. 4 
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FIG. 6 



